Marked-up Version of the Table IV 

Additions to the text are indicated by underlining. 



TABLE IV 

SEP ID NP. 21 

>31 TCC 10E8_M13F.fa TIME: Sun Sep 10 1 1:42:01 2000 trimming information: raw_sequence:549 
(high quality:25^313) sequence: 98-3 13 [length:216] 

CCCAAATGGAATGTTGCCCCCTTAAACACCATTTTCCCTCCAGGACCACC 
TTGGTTTCTAGGCACTGTGGTTCTTGGCAGGGGCTGTCTTAGGTAAAAGG 
GTAGTTGTGGAGCTACAGTCTGAAGAACATAGCTTGGGCTCAAGTTCAAA 
TGAGCCATCTTITTCCTTTGCGTTTTTCTTGACTGAAGGTGAGATGTTAT 

TTGTGGCATGTGAACT 
SEP ID NO. 22 

>09 TCC 101Cll_M13F.TXT.fa .constant: 16, poly A: yes 
ACAAAG^CTGCTGATAACTATCTGTGATTGATAGGAAATTTTT 

GAGAAATGTAATGCTGACTTTTATAAAGCCTGGACTTCTACTTrATTTAATAAATCAATG 
TTTGCAATGGTAAAAAAAAA 

SEP ID NO. 23 

>1 1 TCC_101E1 l_M13F.TXT.fa .constant: 15, poly A: yes 

GCAATAAAGCTGTCCATTCAATTCCAAATACTGGTTTTAAGNGTATAGCCACTGATATTC 

TTTCATGTNTAGAAATTCTTTCTGTTATTATTCAAGAAAATGTTTTTAATCATGCTAATA 

AACTTTTTTGGAGATGAAAAAAAAA 

SEP TP NP. 24 

>15 TCC_57C3_M13F.TXT.fa .constant: -1, poly A: no 

GGNACCACGTACCTGCTGAATGTNTCNNCGNNATGNCGNCAGGCCATGCTGTTGCTGATN 
TANTACTNTGAAAATANGGATATCATGATGGGAATGCATGTCATGAGGTCCAGANTCGTT 
CTACTGTCNATAANCTGTNTACTNGCGTTGANAANAAANGATGTCAAAGNCCCCCCGTAA 

AAANGTA 
SEP ID NP. 25 

>44_TCC_70E8_M13F.TXT.fa .constant: 15, poly A: yes 

GTCCCAGTCTTCACCAGGTGTCTCTCCTCTTTTACTCAGGAGGACTTTCCCAGGAAAACC 
ATGCCACTAGCAAAAAAAAA 



SEP ID NP. 26 

>03_TCC_57E1 l_T7.TXT.fa .constant: 16, poly A: yes 

TGAGTGTCTTCAGGCCAACCTGGTGGAAATGTTGTTCTCTGAAGATTAAGATTTTAGGAT 

GGCAATCATGTCTTGATGTCCTGATTTGTTCTAGTATCAATAAACTGTATACTTGCTTTG 

AATTCATGTTAGCAATAAATGATGTTAAAAAAAAA 

SEP ID NP. 27 

>08_TCC_70E7_M13F_H01_015.abl.TXT .constant: -1, poly A: no 

GGATCGACGACCTGCTTCCCAGANGCG^CNINGAGGNCCNCTTGTTNNNGNCNNGNANAC 

NNACCCANTTNANTTNNAGCCTTTNTGNAATAAATATACACAGGCCACCCATGCCNTGAG 

CACACTAACCACNTGATGCAGGCCCCACCTTGCCAATAGTAATAAAGCANTGGGACGTTT 

TTTA 
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SEP TP NO. 28 

>13_TCC_71E4_M13F_E02_018.abl.TXT .constant: -1, poly A: no 

GGGCCAAAGCCCGNGCATCCAANCCCANGCAAGGNACAAANGANCNNGGAGAGGANNACC 
CAAGCANNTNNCAACCATCAAATGGAGGGCANGCCCGGGG 

SEP TP NO. 29 

>15_TCC_71 H8_M13F_G02_019.abl.TXT .constant: -1, poly A: no 

GGGCCAAAGCCGNGCATCCAANCCCANCGCANGGNANAAANGANGANGGANANGGATNAC 
CCANGCCTNTATTAACCATCAANTGGGANGGCAAGCCCGGGGCATNTATTGATT 

SEP TP NO. 30 

>2 1_TCC_43E2_M13F.TXT .constant: -1, poly A: no 

AGGACCCCTGAANACNACACAGATCTGTGNGAAACAANGGNACNTAGCGTCCCNAAAGTG 
CCNGGTTNNNGTANNCNNAGNGNGNGACCNGNGCNCATNT 

SF.O TP NO. 31 

>24_TCC_96C7_M13F.TXT .constant: 16, poly A: yes 

ATCCAGAGACCATCAATCCTGCTAGAGTGCAGGGTGGCAAGCACCCAAGGGTGGCTGACC 
AAGACTGCAGAGTCTCCTCCATCTTCAGGTCCATTCAGCCTCCTGGCATTTAACTACCAG 
CATCCAGTGGTCCCCAAGGAATCCCTTCCTAGCCTCCTGACATGAGTCTGCTGGAAAGAG 
CATCCAAACAAACAAGTAATAAATAAATAAATAAACTCAAAAAAAAA 

SEP TP NO. 32 

>57_TCC_80C9_M1 3F_A08_056.abl.TXT .constant: 17, poly A: yes . 

CTGCAGGAGTCAGCGTTCAATCTTGACCTTGAAGATGGGAAGGATGTTCTTTTTACGTAC 
CAATTCTTTTGTCTTTTGATATTAAAAAGAAGTACATGTTCATTGTAGAGAATTTGGAAA 
CTGTAGAAGAGAATCAAGAAGAAAAATAAAAATCAGCTGTTGTAATCACCTAGCAAAAAA 

AAA 

SEP TP NO. 33 

>14_TCC_9B6_M13F_F02_026.abl.fa TIME: Wed Aug 9 12:48:25 2000 trimming information: 

raw_sequence:87 1 (high quality:73-41 3) sequence:98-394 [length:297] 

CACGCATATGGGGCCAGTTCCACATATTTGGCAACCAGACCAGCATCCAG 

GACAACACAAAGTATGTTGTTTGTTGTTAGAGGGCTTGGGACATTTCACT 

CTTTGCCAGCCTCAGCTTAATCCAGGAGACAAAGATTATTTTCCTTATTA 

TCTCTTCTGCATAGGATCTGCAATCAGAACTATTGAACTTCTCCATTCAG 

ACCGCCACTCACACCTATGGGAAAAGGGTAATGTATCATCGGCTTAGCAA 

CAGGGAATACTATTCGTATGATGGAAAATGGGGACAAAAGGCTTTGG 

SEP TP NO. 34 

>24_TCC_12F3_M13F_H03_031.abl.fa TIME: Wed Aug 9 12:48:28 2000 trimming information: 

raw_sequence:842 (high quality:82-340) sequence:98-476 [length:379] 

CTATGAATAGCTTCTTGCTITATGACTTTAGGATTAACTTGTAAAAAACA 

TATCCTGAACTAAGATATGCAAAATACTCATTTTCAAGTTATGGAAATGT 

GTTTGTGGCATATAGGACTGTGGGGTCTGTGTGTGTAGTGAGAGTGTGTA 

TCCACTATTATAACTGGAATTTAATTTACATTCATAAACTACTATATTTC 

CCATCTTGCAAATCATTTTATGTCTCATCTGTTTTTCCTTTCGGNTATAT 

CTTTGGNTTTGAATACCAACATTTAAAATGATGGNATTITATCTTTTAAA 

CTTAAAAATTATTTAATACAGCTATATGGACCTTATAAAATTGATTTCTT 

ATTTATTATTAGACATTACTACTAAAAGG 
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SEP ID NO. 35 

>26_TCC_13H10_M13F_B04_032.abl.fa TIME: Wed Aug 9 12:48:29 2000 trimming information: 

raw_sequence:874 (high quality: 67-3 5 6) sequence:99-261 [length: 163] 

CTAACCCACGATTCTGAGCCCTGAGTATGCCTGGACATTGATGCTAACAT 

GACCATGCTTGGGATGTCTCTAGCTGGTCTGGGGATAGCTGGAGCACTTA 

CTCAGGTGGCTGGTGAAATGACACCTACGAAGGAATGAGTGCTATAGAGA 

GGAGAGAGGAGTG 

SEP ID NO. 36 

>28_TCC_16D12_M13F_D04_041.abl.fa TIME: Wed Aug 9 12:48:29 2000 trimming information: 

raw_sequence:866 (high quality:71-41 1) sequence:95-602 [length:508] 

CAGCTGATGTCATGTGGTGCTGAGAAGAAAGCAGATCACACTTCATCACA 

GAAAGAATGCCTrGTGATTATCTTCTCCACATCTGAAATTCCTTTTGACA 

CCTGCATTGGGCCGACTGCCATTCCCATGACTGCTGCACCTGCGTTTTTA 

GAGAATGCCTCATAACCCACTGATTCTCATTCACAGAGAATGGGAATACG 

GAATGAAGAAAGATTCCAGCAGCTTATAGAAGGATAGCAATATTTTGGGA 

CAGGGAAAATCCTGTCATACCTCACCTCTTCCTCAGGAGGAGTTCTGAGC 

TGGTCCTGCTTTTCATAGNTGTTTCTTTTCTTCCACTTAAGAACTCATAG 

ATTTTTCTTACTGTCCTAAGGAAGTCCTTACCTCTGAGGTATCTCCTCAA 

TGAATACTGTTTTCAAGGCTGAAATAGTTCATTATGTTAATAACCTTCTT 

TATGTTCTCAGGGAAATGCTTAGGTGGTGTCACAAAAAGGGCCTTTTCTT 

TNCTTTNC 

SEP ID NO. 37 

>29_TCC_17A5_M13F_E04_034.abl.fa TIME: Wed Aug 9 12:48:30 2000 trimming information: 
raw_sequence:861 (high quality:83-477) sequence:99-187 [length:89] 
CTTCAAAAAGTGTATTGTCAAACATACCTAACTTTCTTGCAATAAATGCA 
AAAGAAACTGGAACTTGACAATTATAAATAGTAATAGTG 

SEP ID NO. 38 

>54_TCC_30E5_M13F_F07_062.abl.fa TIME: Wed Aug 9 12:48:37 2000 trimming information: 
raw_sequence:836 (high quality:65-394) sequence:90-235 [length: 146] 
CAATTTGTTATAGTATAGTATCAAATTTCTATATAGATTTTATACCTCAG 
TGGGGAAAAATAACTGATTCCAATGACATrCATTTTGTTTTCATCTGTGA 
TAGTCATGGATGCTTTrATTTTCCTTGGGGTGCTGAAATTGAGCTG 

SEP ID NO. 39 

>59_TCC_34D5_M13F_C08_065.abl.fa TIME: Wed Aug 9 12:48:39 2000 trimming information: 
raw_sequence:875 (high quality:63-434) sequence:96-244 [length: 149] 
CCTGCCAAAATCCTACCACAGGATAACATTACAAGCAAAAAATTTACATG 
TTCCAAAGTCTACCACACTCAAGAAGTTACTAAGAACTCTTGCAGAATAA 
AAGTCACCATTTTAGAAATGCAAACCCACTTCCAACCTTTGCACAGTCC 

SEP ID NP. 40 

>72_TCC_37Ell_M13F_H09_079.abl.fa TIME: Wed Aug 9 12:48:43 2000 trimming information: 

raw_sequence:899 (high quality:35-432) sequence: 97^444 [length:348] 

CATTTTTAGTGACATTTTAAAAGCAGTCAGATTCTATAAATGGCAAGTAA 

GCCTGAAGTGAGGATACTGCAATTTTCGGAGAAAAGAACAGCAGCTCTTT 

AAGTGTTTGCATTTTCTATTTGGGGGGCAGGGAACTGTCATTCATTTTGC 

ACAATTCTTGAACTGATGTCAGCACCCGAGTGGCTCCTGAATTTAAGTCT 

GGGACGACATCTTTTATTTTTACATGAATCTTTAAACAATTCTGTGAGCA 

AAGTrTGTAGCTGCTGGATTATTGTCTGTCTTTATAGCAAGTTCCAGTAA 

ACCACAAGTATGGCAAAGCTTATCCAATTTTATGCTTGNAGCAGTCAG 
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Marked-up Version of Table 6 

Additions to the text are indicated by underlining. 



Table 6 Polynucleotides corresponding to the Genes described in Table 5. 

SEP ID NO. 41 
_>17_TCC_70E7_1_M13F. fa 

GGTAGACGTACCTGCGTCCCAGACTTGACCAGGTGGATCTCCTGTTTTAC 
TCACGAGGACTTTCCCAGGAAAACCATGCCACTAGCAAAATAATATAAAC 
AAAGGA 

SEP ID NO. 42 
>17_TCC_70E7_1_M13R. f a 

TTTTTTTTTTTTTTTTGGCTAGAGGCATGGATATCCTGGGAAAGCTCTCC 
TGAGTAAAAGACGAGAGACACCTGGTGAAGACTGGAACGCATGTACGTCT 
ACC 

SEP ID NO. 4 3 
>contig_TCC_101Ell_RF . fa 

GGTCGACGTACCTGCGCAATAAAGCTGTCCATTCAATTCCAAATACTGGT 
TTTAAGGTATAGCCACTGATATTCTTTCATGTTTAGAAATTCTTTCTGTT 
ATTATTCAAGAAAATGTTTTTAATCATGCTAATAAACTTTTTTGGAGATG 
AAAAAAAAAAAAAAAAAAA 

SEP ID NP. 4 4 
>contig_TCC_102C5_RF . f a 

GCTGGTTGGGGGAATTGGAGGCTTCTAGGAGGTGGCACGGTGCACGCCAA 
GATGGCTGTGTCCACAGAGGAGCTGGAGGCCACGGTTCAGGAAGTCCTGG 
GGAGACTGAAGAGCCACCAGTTTTTCCAGTCCACATGGGACACTGTTGCC 
TTCATTGTTTTCCTCACCTTCATGGGCACCGTGCTGCTCCTGCTGCTGCT 
GGTCGTCGCCCACTGCTGCTGCTGCAGCTCCCCCGGGCCCCGCAGGGAAA 
GCCCCAGGAAGGAAAGACCCAAGGGAGTGGATAACTTGGCCCTGGAACCC 
TGACCCTGTGTCTCCTGCCCGGTGGCAGTAACAAAGCCTTCTGTCTGCCC 
AGAAAAAAAAAAAAAAAA 

SEP ID NO. 4 5 
>contig_TCC_2 1G7_RF . fa 

CTAAATCTAGGTATTCTGGCTGAGTGTATCTGGGTGGGCCAGCTAAAAAT 
AAACCTCATTGAACTCCAGCCCCAACCCAGAGAAACATCCAGAAGAGCCT 
TGAATTAGTGATCCAAAACCCAGGGGGAAAGGCGACATTCTCACCCCCAG 
CACCCCCTTCACCTCACCTCAACTCCTACTCTCTCGGTCTATAATCACTG 
CTCTCTCTCTCCCCAACACCACTATTGAACAGGAGCCCTTGTCACCAGGT 
CCAAGCAATTCCCTAAGGTATCACAAACAATGGTGGATGCAATTTTACCT 
TACTCAGTAACCACGAGGCTCACATCCCTAATTTCAGACTCTACCAGCTC 
TCAGGTGCCCTCCCAAGGGGCTGCCTGCATGAAGATGCCTTGGAAGTAGC 
CCCTTTCACAATCACAGGAATTAACCCCCTGGTGTTGGAGGGGCCTCACT 
TTAAGCAATCCCAGTAGTAAACATTGGATAAATCTAAAGGCTTTCTTTAA 
TTTTTTTTTTCTCTTCGTAAAGGATTCAAAGCAGGCACAGTGGTG 

SEP ID NP. 4 6 
>contig_TCC_2 5F2_RF. f a 

CCCTGGGAGAGAAGTTTGAAGAAACCACAGCTGATGGCAGAAAAACTCAG 
ACTGTCTGCAACTTTACAGATGGTGCATTGGTTCAGCATCAGGAGTGGGA 
TGGGAAGGAAAGCACAATAACAAGAAAATTGAAAGATGGGAAATTAGTGG 
TGGAGTGTGTCATGAACAATGTCACCTG 
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SEP ID NO. 4 7 
>contig_TCC_34A5_RF . fa 

CATGAGCAGGCTCAGCCTAGGGGAATAATTGCCAACAAACACTTTTGGGA 
AGCCTGGGACCATGGCTCTGCCAGGAATCTGTGACATCTCCAGGGCATCA 
TTTGAGTCCTGCCTTCTCAAAG 

SEP ID NO. 4 8 
>contig_TCC_3 6B5_RF. f a 

CTCTTCTTATGCTAATATGCTCTGGGCTGGAGAAATGAAATCCTCAAGCC 
ATCAGGATTTGCTATTTAAGTGGCTTGACAACTGGGCCACCAAAGAACTT 
GAACTTCACCTTTTAGGATTTGAGCTGTTCTGGAACACATTGCTGCACTT 
TGGAAAGTCAAAATCAAGTGCCAGTGGCGCCCTTTCCATAGAGAATTTGC 
CCAGCTTTGCTTTAAAAGATGTCTTGTTTTTTATATACACATAATCAATA 
GGTCCAATCTGCTCTCAAGGCCTTGGTCCTGGTGGGATTCCTTCACCAAT 
TACTTTAATTAAAAATGGCTGCAACTGTAAGAACCCTTGTCTGATATATT 
TGCAACTATGCTCCCATTTACAAATG 

SEP ID NO. 4 9 
>contig_TCC_42G5_RF . fa 

CCTTCCGAAATACTTCCTCCAGGTGGCAGCACCAAGAATATTTCTGGAAG 
CATGTGATGAGTTGTGTGATGAAGATAGAGCCCATTGTGCTGTCTCTCCA 
GGACACGTTGTGTGGCGTTGAAGAGCAGAAAGCAATGAAGTCCTTCTCCA 
CGTGGGTCTTGTAAACAGCATCTTCCTCCAGGTTCTCAGATGACTGTGAA 
GAGGCCACTTCCAAGGATGCTGGAGAGTCTCTGACCCACAGTTCCCCACG 
GTTTGCACCTCTGCAGGCCTGGACAATGATGACCTTGGGTTTGTCCTTCA 
GACTGAGGCAGTTGCGGTTGTTGAATATCTGGAAGATGGTGTCATAAAGC 
AGCACATCTGGTTTTTTCTCATCATGCACAGTTCCGCAGATTCCCTCCAG 
GATGCCATGAGACATGGG 

SEP ID NO. 5 0 
>contig_TCC_44Cl__RF . fa 

CTCATTGAACTTGAGCTCCGAGTCCTGATTCACATCCAAGCTCTTCATCT 
TCTCATCAAGAGAGCCCACATCCTTGAGCAGATGGGGCAACTGCTGGGTA 
ACCAGCTCTTTGAACTCGTTGACGCTGAGGCTATCCTTCCGGCCCTCCTG 
CCTTGCAAAGGTGAAGAAGGTGGTGACCACGGTCTCAATGGACTCCTCTA 
GCTCTGTCAGTGGTTCTGCTGCCATTAGGACCCTGAGGCCAAAGCTGATG 
TCCTCAAGGGGCTAGCTGACCTTTGTCAGGGCTGACCTCTCCTCAGCGGC 
AGCAGGGCAGAGTGCTGAACCCAGGACCCCACAGATCCTCCCCGCTCCTG 
TCTCCCGGTGACAAGGGTCCTGGAACGGGGCGTCTCTGACTCCCTGCTCC 
AGG ACGGG TTT AG 

SEP ID NO. 51 
>coritig_TCC_54Cll_RF. fa 

TTTTTTTTTTTTTTTTTGGTTACGGCAGCACTTTTATTTTTCCTTACACA 
ATGACGTGTTGCTGGGGCCTAATGTTCTCACATAACAGTAGAAAACCAAA 
ATTTGTTGTCATCTCTTCAAAGAATCGAGAATTGCGTACAAAAAAAAAAA 
AAAAAAA 

SEP ID NO. 52 
>contig_TCC_56Ell_RF . fa 

CTCTCCAGTTTGCACCTGTCCCCACCCTCCACTCAGCTGTCCTGCAGCAA 
ACACTCCACCCTCCACCTTCCATTTTCCCCCACTACTGCAGCACCTCCAG 
GCCTGTTGCTATAGAGCCTACCTGTATGTCAATAAACAACAGCTGAAGCA 
AAAAAAAAAAAAAAA 
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SEP ID NO. 53 
>contig_TCC_5 7B3_RF. f a 

GGTACGACGGACCTGCGGAGACTCCTGCCCTGTTGTGTATAGATGCAAGA 
TATTTATATATATTTTTGGTTGTCAATATTAAATACAGACACTAAGTTAT 
AGTATATCTGGACAAGCCAACTTGTAAATACACCACCTCACTCCTGTTAC 
TTACCTAAACAGATATAAATGGCTGGTTTTTAGAAAAAAAAAAAAAAAAA 
A 

SEP ID NO. 54 
>contig_TCC_58A3_RF. f a 

GGCTGGAGCAGGAGATTGCCACCTACCGCCGCCTGCTGGAGGGAGAGGAT 
GCCCACCTGACTCAGTACAAGAAAGAACCGGTGACCACCCGTCAGGTGCG 
TACCATTGTGGAAGAGGTCCAGGATGGCAAGGTCATCTCCTCCCGCGAGC 
AGGTCCACCAGACCACCCGCTGAGGACTCAGCTACCCCGGCCGGCCACCC 
AGGAGGCAGGGAGGCAGCCGCCCCATCTGCCCCACAGTCTCCGGCCTCTC 
CAGCCTCAGCCCCCTGCTTCAGTCCCTTCCCCATGCTTCCTTGCCTGATG 
ACAATAAAGCTTGTTGACTCAGCTAAAAAAAAAAAAAAAAAA 

SEP ID NO. 5 5 
>contig_TCC_70E8_RF . fa 

TTTTTTTTTTTTTTTTTGCTAGTGGCATGGTTTTCCTGGGAAAGTCCTCC 
TGAGTAAAAGAGGAGAGACACCTGGTGAAGACTGGGACGCAGGTACGTCT 
ACC 

SEP ID NO. 56 
>contig_TCC_71E4_RF . fa 

CTCCAGCGATATGTTCAACTATGAAGAATACTGCACCGCCAACGCAGTCA 
CTGGGCCTTGCCGTGCATCCTTCCCACGCTGGTACTTTGACGTGGAGAGG 
AACTCCTGCAATAACTTCATCTATGGAGGCTGCCGGGGCAATAAGAACAG 
CTACCGCTCTGAGGAGGCCTGCATGCTCCGCTGCTTCCGCCAGCAGGAGA 
ATCCTCCCCTGCCCCTTGGCTCAAAGGTGGTGGTTCTGGCGGGGCTGTTC 
GTGATGGTGTTGATCCTCTTCCTGGGAGCCTCCATGGTCTACCTGATCCG 
GGTGGCACGGAGGAACCAGGAGCGTGCCCTGCGCACCGTCTGGAGCTCCG 
GAGATGACAAGGAGCAGCTGGTGAAGAACACATATGTCCTGTGACCGCCC 
TGTCGCCAAGAGGACTGGGAAGGGAGGGGAGACTATGTGTGAGCTTTTTT 
TAAATAGAGGGATTGACTCGGATTTGAGTGATCATTAGGGCTGAGGTCTG 
TTTCTCTGGGAGGTAGGACGG CTGCTTCCTGGTCTGGCAGGG ATGGGTTT 
GCTTTGGAAATCCTCTAGGAGGCTCCTCCTCGCATGGCCTGCAGTCTGGG 
AGCAGCCCCGAGTTGTTTCCTCGCTGATCGATTTCTTTCCTCCAGGTAGA 
GTTTTCTTTGCTTATGTTGAATTCCATTGCCTCTTTTCTCATCACAGAAG 
TGATGTTGGAATCGTTTCTTTTGTTTGTCTGATTTATGGTTTTTTTAAGT 
ATAAACAAAAGTTTTTTATTAGCATTCTGAAAGAAGGAAAGTAAAATGTA 
CAAGTTTAATAAAAAGGGGCCTTCCCCTTTAGAATAAATTTCAGCATGTG 
CTTTCAAAAAAAAAAAAAAAAAA 

SEP ID NO. 5 7 
>contig_TCC_7 5E3_RF . fa 

AAAGAGGGCGGCAGGGGCCTGGAGATCCTCCTGCAGACCACGCCCGTCCT 
GCCTGTGGCGCCGTCTCCAGGGGCTGCTTCCTCCTGGAAATTGACGAGGG 
GTGTCTTGGGCAGAGCTGGCTCTGAGCGCCTCCATCCAAGGCCAGGTTCT 
CCGTTAGCTCCTGTGGCCCCACCCTGGGCCCTGGGCTGGAATCAGGAATA 
TTTTCCAAAGAGTGATAGTCTTTTGCTTTTGGCAAAACTCTACTTAATCC 
AATGGGTTTTTCTCTGTACAGTAGATTTTCCAAATGTAATAAACTTTAAT 
ATAAAGTAAAAAAAAAAAAAAAAAA 
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SEP ID NO. 5 8 
>contig_TCC_78Bll_RF. f a 

GGACCGGAACAAGGACCAGGAGGTGAACTTCCAGGAGTATGTCACCTTCC 
TGGGGGCCTTGGCTTTGATCTACAATGAAGCCCTCAAGGGCTGAAAATAA 
ATAGGGAAGATGGAGACACCCTCTGGGGGTCCTCTCTGAGTCAAATCCAG 
TGGTGGGTAATTGTACAATAAATTTTTTTTGGTCAAATTTAAAAAAAAAA 
AAAAAAA 

SEP ID NO. 59 
>contig_TCC_8 9G3_RF. fa 

CAGGAGACCATCCGCGTCACCAAGCCCTGCACCCCCAAGACCAAAGCAAA 
GGCCAAAGCCAAGAAAGGGAAGGGAAAGGACTAGACGCCAAGCCTGGATG 
CCAAGGAGCCCCTGGTGTCACATGGGGCCTGGCCCACGCCCTCCCTCTCC 
CAGGCCCGAGATGTGACCCACCAGTGCCTTCTGTCTGCTCGTTAGCTTTA 
ATCAATCATGCCCTGCCTTGTCCCTCTCACTCCCCAGCCCCACCCCTAAG 
TGCCCAAAGTGGGGAGGGACAAGGGATTCTGGGAAGCTTGAGCCTCCCCC 
AAAGCAATGTGAGTCCCAGAGCCCGCTTTTGTTCTTCCCCACAATTCCAT 
TACTAAG AAACACATCAAATAAACTGACTTTTTC C C C C CAAAAAAAAAAA 
AAAAA 

SEP ID NP 6 0 
>contig_TCC_92D7_RF. f a 

TTTTTTTTTTTTTTTGAAGACAACTTTTAGAAACTGATGTTTATTTTCCA 
TCAACCATTTTTCCATGCTGCTTAAGAGCCTATGCAAGAACAGCTTAAGA 
CCAGTCAGTGGTTGAAGTC 

SEP ID NP. 61 
>contig_TCC_93G5_RF . fa 

GACTACCAGACCAAC/^AAGCCAAGCATGATGAGCTGACCTATTTCTGATC 
CTGACTTTGGACAAGGCCCTTCAGCCAGAAGACTGACAAAGTCATCCTCC 
GTCTACCAGAGCGTGCACTTGTGATCCTAAAATAAGCTTCATCTCCGGGC 
TGTGCCCCTTGGGGTGGAAGGGGCAGGATTCTGCAGCTGCTTTTGCATTT 
CTCTTCCTAAATTTCATTGTGTTGATTTCTTTCCTTCCCAATAGGTGATC 
TTAATTACTTTCAGAATATTTTCAAAATAGATATATTTTTAAAATCCTTA 
CAAAAAAAAAAAAAAAA 

SEP ID NP. 62 
>contig_TCC_94G3_RF. f a 

AAGGCTTATTCCATCCGGACCGCATCCGCCAGTCGCAGGAGTGCCCGCGA 
CTGAGCCGCCTCCCACCACTCCACTCCTCCAGCCACCACCCACAATCACA 
AGAAGATTCCCACCCCTGCCTCCCATGCCTGGTCCCAAGACAGTGAGACA 
GTCTGGAAAGTGATGTCAGAATAGCTTCCAATAAAGCAGCCTCATTCTGA 
GGCCTGAGTGAAAAAAAAAAAAAAAAAAA 

SEP ID NP. 63 
>contig_TCC_99G12_RF. f a 

AGCGGCTATGCAGGTGGTCTGAGCTCGGCCTATGGGGGCCTCACAAGCCC 
CGGCCTCAGCTACAGCCTGGGCTCCAGCTTTGGCTCTGGCGCGGGCTCCA 
GCTCCTTCAGCCGCACCAGCTCCTCCAGGGCCGTGGTTGTGAAGAAGATC 
GAGACACGTGATGGGAAGCTGGTGTCTGAGTCCTCTGACGTCCTGCCCAA 
GTGAACAGCTGCGGCAGCCCCTCCCAGCCTACCCCTCCTGCGCTGCCCCA 
GAGCCTGGGAAGGAGGCCGCTATGCAGGGTAGCACTGGGAACAGGAGACC 
CACCTGAGGCTCAGCCCTAGCCCTCAGCCCACCTGGGGAGTTTACTACCT 
GGGGACCCCCCTTGCCCATGCCTCCAGCTACAAAACAATTCAATTGCTTT 
TTTTTTTTTGGTCCAAAATAAAACCTCAGCTAGCTCTGCCAATGTCAAAA 
AAAAAAAAAAAAAAA 

The first two sequences are from opposite ends of the same polynucleotide, 
(and are thus in the same gene) . All the other 21 sequences are contigs. 
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